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Stability of quantitative resistance in wheat and barley to
Fusarium head blight
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Abstract: Wheat and barley can be infected with Fusarium head blight (FHB),
reducing grain weight and quality. A number of studies have recognized the
stability of quantitative resistance (QR) within wheat and barley cultivars;
however, the behaviour of QR may not be stable over different environments.
We have therefore evaluated QR stability in diverse bread and durum wheat and
barley cultivars under artificial infection with a set of 16 fungal isolates of four
Fusarium species with diverse pathogenicity. Nine QR components were
obtained under in vitro, growth camber, and field conditions, and they were used
to describe the nature of QR stability at the earliest and latest growth stages.
Analysis of the variance of bio-experiments revealed significant cultivar-isolate
interactions. The seedling and adult plant results showed that Arabi Aswad
(barley) and Bohothl0 (bread wheat) were ranked among the most FHB
resistant, whereas Acsad65 (durum) was the most affected cultivar. The
reliability of the cultivar ranking was validated by the significant correlation
among the resistance measured by the nine resistance components on host
cultivars. QR stability in cultivars to FHB infection was fulfilled over years as
well as several experimental conditions, suggesting that QR of wheat and barley
to Fusarium is mainly explained by major quantitative trait loci that confer
resistance to all FHB isolates. The constancy of QR resistance ratings of
cultivars is consistent with a hypothesis that wheat- and barley-Fusarium
interactions for QR were of small value. The cultivars AS and Bohoth10 showed
remarkable and stable resistance in almost all tests and gave the lowest
sensitivity rates; they could be very promising sources of genetic resistance to
FHB in breeding programs and an alternative for farmers to Fusarium-sensitive
cultivars.
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Introduction

Wheat, including bread Triticum aestivum, durum
T. durum, and barley Hordeum vulgare, are
among the most important cultivated food and
feed crops across the globe. Wheat alone
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contributes ~19% of global human protein and
calories diurnal intake. Barley is widely used as
animal feed (70%) and for malt production (27%),
and it has been successfully grown in a wide range
of environments. Annually, they have grown over
270 million ha and yielded over 905 million
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metric tons (FAOSTAT, 2022). While wheat and
barley are susceptible to a wide array of harmful
fungal diseases, cereal losses due to fungal
damage continue to pose a huge threat to
agricultural food and impact economic decisions
and practical developments. In many parts of the
world, Fusarium head blight (FHB) not only
causes severe losses in both yield and quality but,
more seriously, the toxins produced during FHB
infection pose a serious health threat to humans
and animals (Fernando et al., 2021). Disease
symptoms include necrosis, head bleaching and
shrivelled kernels (Dahl and Wilson, 2018). The
disease is caused by a pathogen complex of
several Fusarium species, of which F.
graminearum and F. culmorum are of greatest
relevance and considered the strongest aggressive
pathogens (Sakr, 2022b). Changes in weather
conditions, i.e., temperature, air humidity and
rainfalls, around the time of flowering strongly
interfere with the pathogenicity of the fungi and
then play an essential role in FHB epidemics
(Miedaner et al., 2021).

The lack of fully effective fungicides to
control FHB forces us to seek other mitigation
measures, such as the use of resistant cultivars
(Janssen et al., 2018). Therefore, breeding and
planting wheat and barley cultivars with stable
resistance to FHB is considered the most cost-
effective and environmentally friendly strategy to
reduce the risk of yield and quality losses (Xue et
al., 2019). FHB resistance of wheat and barley
(Fernando et al., 2021) is a quantitative trait
expressed from various quantitative trait loci
(QTLs). Different resistance mechanisms to FHB
have been described in wheat and barley (Sakr,
2022b). The first two resistance mechanisms are
related to severity and include Type I: resistance
to initial pathogen infection and Type |II:
resistance to spread of infection within infected
spikes (Dahl and Wilson, 2018). The stability of
guantitative resistance (QR) can be evaluated in
terms of time and space (Cowger and Brown,
2019). Planting a common set of cereal cultivars
at different times in the same location or at
different locations makes it possible to test for
stability of resistance (Parlevliet, 2002). If
instability is detected, however, it may not be
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clear whether this is due to the environment,
pathogen population or a combination of these
(Mundt, 2014). The major resistance QTL (fhbl)
discovered in the Chinese germplasm, Sumai 3, is
the most stable and has a major effect on the FHB
resistance in wheat (Fernando et al., 2021).
Failure of resistance in Sumai 3 source has not
been reported, and it is still the best source
worldwide for resistance to the spread of
symptoms in the spike (Sakr, 2022b).

Although resistant cereal cultivars show
consistent resistance to almost all isolates of
Fusarium worldwide (Miedaner et al., 2021) in
agreement with Van der Plank’s (1968) concept
about QR, instability has detected in some cases,
showing that expression of QR may be not stable
over different environments. Groth et al. (2011)
compared 40 wheat cultivars for FHB index in
Canada and Germany. Canadian and European
wheat lines were shown to perform stable across
both countries. In contrast, Lu et al. (2002)
evaluated FHB resistance of two wheat genetic
populations (305 lines) in 1999 and 2000, which
showed a poor correlation of individual FHB
resistance scores. In addition, the consistency of
results between greenhouse and field trials has
varied in experiments studying FHB resistance
in transgenic wheat (Mackintosh et al., 2007).

The presence of an aggressive, variable
population of Fusarium (Fernando et al.,
2021) may affect the stability of QR due to
accelerated adaptation of aggressive forms of
the pathogen with higher levels of parasitic
fitness as observed under in vitro conditions in
wheat and barley infected with four pathogen
species (Sakr, 2022a,c). A change for more
aggressive FHB populations may result in an
overall reduction in the resistance of wheat and
barley cultivars (Dahl and Wilson, 2018). In
addition, distinctive modifications in the
ranking of quantitative resistant cultivars
flowing exposure to diverse pathotypes of the
pathogen may occur as observed in the
pathosystem of Phytophthora infestans and
potato (Flier et al., 2003).

The global cereals agricultural nurseries are
making many efforts towards developing
Fusarium-resistant wheat and barley cultivars
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(Dahl and Wilson, 2018), but few focus on QR
stability to head blight disease (Cowger and
Brown, 2019). Syrian wheat and barley
cultivars  already  exist, are  widely
commercialized, and can be an important
source of resistant genes to FHB. The present
study aimed to evaluate the stability of QR for
wheat and barley cultivars under artificial
infection with four Fusarium species. To
describe the stable nature of QR at the earliest
and latest growth stages, nine resistance
components generated under in vitro, climatic
growth chamber and field conditions were used
(Sakr, 2023)

Materials and Methods

Plant materials, fungal isolates, and inoculum
preparation

A set of eight cereal cultivars with Syrian origin
including six T. aestivum (Bohoth10, Cham4
and Douma4) and T. durum (Cham7, Cham9
and Acsad65) cultivars and two H. vulgare
cultivars: Arabi Abiad (AB) and Arabi Aswad
(AS) was selected based on their known
resistance to FHB and representing the
maximum genetic variation within wheat and
barley in Syria (Sakr, 2023). These cultivars
with  favourable agronomic and quality
characteristics and similar anthesis and
maturity date have been the most cultivated
genotypes across cereal fields (Sakr, 2023). The
stability tests of quantitative resistance in host
materials were performed using Fusarium
isolates. Six F. solani, five F. culmorum, four
F. verticillioides (synonym F. moniliforme)
isolates and one F. equiseti isolate were
sampled from naturally infected wheat grains.
The 16 monosporic-derived cultures of the field
background were chosen for their diverse
aggressiveness established on earlier various
experimental observations (Sakr, 2023). On
Petri dishes with potato dextrose agar (PDA)
containing 13 mg/l kanamycin sulphate, the
isolates were morphologically identified with
the aid of the Leslie and Summerell (2006)
manual based on microscopic observations of
the size and shape of micro- and macro-conidia.
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Then, FHB isolates were molecularly
distinguished by Random amplification of
polymorphic DNA markers (Sakr, 2023).

Single spore isolates were stored short-term
on PDA at 4 °C and long-term by freezing at -
16 °C or in sterile distilled water at 4 °C (Sakr,
2020), and fresh cultures were produced on
PDA medium. After 14 days, conidia were
collected in sterile distilled water (SDW). Then,
the suspensions were filtered through two
layers of sterile cheesecloth to remove agar and
adhere mycelia. The spore concentration was
adjusted under an optical microscope before use
using a Neubauer chamber and diluted to
appropriate  concentrations as  inoculum
sources.

Stability of quantitative resistance under
several experimental conditions

The stability of QR of three bread cultivars, three
durum cultivars and two barley cultivars with
varying resistance levels to head blight was
evaluated at the seedling and adult plant stages
under invitro, climatic growth chamber and field
conditions for their nine pathogenic responses to
sixteen Fusarium isolates with diverse
pathogenicity. The nine resistance components
of all cultivars infected with Fusarium fungi
were previously evaluated (Sakr, 2023) and
include the resistance measured by a latent
period of detached leaf inoculation, the area
under disease progress curve of Petri-dish
inoculation and coleoptile length reduction of a
coleoptile infection detected in vitro, disease
incidence (DI) and disease severity (DS)
detected using a detached head test under
controlled conditions, DI and DS detected using
a head and floret artificial inoculation,
respectively under controlled conditions, and DI
and DS detected using a head artificial
inoculation under field conditions over three
consecutive growing seasons. Since no
significant interaction year x fungus/cultivar
was observed (climatic data for the station were
somewhat similar during the three growing
seasons (Sakr, 2023)), field data were shown as
the averages of the three growing seasons. To
test the stability of resistance, we correlated
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disease values of the resistances measured by the
nine tested components on eight wheat and
barley cultivars infected with a set of 16 fungal
isolates of four FHB species. For a given
resistance component, the experiment layout
was arranged in a completely randomized design
with three replicates for each isolate and cultivar
and the experiment was repeated twice.

Statistical analyses

The experimental data were subjected to
analysis of variances (ANOVA) using
DSAASTAT add-in version 2011. Before
statistical analysis, the percentages were
transformed using the angular transformation to
stabilize variances. ANOVA incorporating the
Fisher’s LSD test at P = 0.05 was used to
determine the host cultivar x isolate
interactions. The sample correlation (Pearson r)
at P = 0.05 was used to test for correlations
among the resistances measured by the nine
disease components. A set of eight cultivars
was evaluated under several experimental
conditions of the study. It was analyzed to
determine the stability of cultivars for FHB
resistance at the seedling and adult plant stages.

Results and Discussion

A major and continuing challenge for breeders
in wheat and barley-producing countries is
providing cultivars with high and stable levels
of resistance to FHB, significantly reducing
yield and quality losses (Fernando et al., 2021).
Because the severity of FHB generally varies
from year to year and from region to region,
leading to variation in disease epidemics (Sakr,
2022b), studies to explore the stability of QR
are of great importance (Cowger and Brown,
2019). Environmental and climatic conditions
could influence the stability of QR to FHB of
wheat and barley. Weather conditions during
wheat flowering are the key factor for Fusarium
infection and disease spread. Generally, the air
humidity and precipitation during flowering
enhance the risk of FHB epidemics (Miedaner
et al., 2021). For the first time, this research
indicates that QR to head blight is stable across
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the earliest and latest growth stages,
representing a wide range of experimental
conditions, i.e., in vitro, climatically controlled,
and field conditions. In agreement with
susceptibility ranking to Fusarium
development in the heads of small-grain cereals
(Sakr, 2022b), our results showed that barley
and bread wheat consistently exhibited very
low mean levels of FHB disease compared to
durum wheat among the three tested crop
species.

It is widely accepted that QR of the host
plant to fungal infections does not confer
absolute protection (Parlevliet, 2002; Mundt,
2014), but is considered to be effective against
all known races/isolates of the pathogen (Van
der Plank, 1968). In the present research, no
wheat and barley cultivars were completely
resistant to FHB in harmony with Van der
Plank’s (1968) concept about QR. Compared to
the water control, cereal plants growing in the
presence of 16 Fusarium isolates causing FHB
under several experimental conditions showed
typical disease symptoms, suggesting a strong
effect of the fungi on the growth of wheat and
barley plants across the earliest and latest
development stages (Sakr, 2023). In wheat-and
barley-FHB associations, resistant cereal
cultivars consistently resist almost all FHB
isolates worldwide, indicating no significant
fungus x cultivar interactions (Fernando et al.,
2021). In our investigation, a combined analysis
of bio-experiments demonstrated that isolate x
cultivar interactions were significant (Table 1).
Our results are in harmony with previous
studies that showed a significant interaction
between wheat and barley and isolates of
Fusarium pathogens (Xue et al., 2019). In other
pathogen-host interactions such as Phoma-
sunflower (Darvishzadeh et al., 2007), leaf
blast-rice (Zenbayashi-Sawata et al., 2005) and
Septoria tritici blotch-wheat (Chartrain et al.,
2004) pathosystems, identical impacts have
been observed. The results above indicate these
hosts may possess diverse genes to resist the
respective  pathogen  species.  However,
Miedaner et al. (2021) found in their study
about the resistance of four cereal crops
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(triticale, bread wheat, rye and durum wheat)
challenged with FHB fungi that isolate x cereal
and isolate x cultivar interactions were not
significant.

Table 1 Analyses of variance for latent period (LP)
of detached leaf inoculation, area under disease
progress curve (AUDPC) of Petri-dish inoculation
and coleoptile length reduction (CL) of a coleoptile
infection detected in vitro, disease incidence (DI,
Type 1) and disease severity (DS, Type Il) detected
using a detached head test (DHT) under controlled
conditions, and disease incidence (DICC, Type I)
detected using a head artificial inoculation and
disease severity (DS®C, Type Il) detected using a
floret artificial inoculation under controlled
conditions in a growth chamber, disease incidence
(DI, Type 1) and disease severity (DS, Type II)
detected using a head artificial inoculation under
field conditions (FC) over the three growing
seasons (F-test values).

Source of df LP, AUDPC, CL, DI°"T, Type I, DSPHT, Type II, DI,
variation Type I, DS, Type 11, DIFC, Type |, DS, Type Il
Cultivar (C) 7 0

Isolate (1) 15

Cxl 105 **

Error 256

** —significant at 1% level; df — degree of freedom.
Resistance of the eight wheat and barley cultivars infected with
Fusarium fungi was earlier analyzed and presented by Sakr (2023).

Efficient use of appropriate QTL alleles in
QR breeding requires QTL to be stably
expressed over different environments over
the years (Cowger and Brown, 2019). It is
assumed that QR is generally controlled by
broad-spectrum resistance factors that are
effective against a large number of isolates for
one pathogen, and the ranking of the cultivars
according to disease severity is independent of
the isolates used for testing QR (Mundt, 2014).
Several reports in different crop plants
characterize disease resistance QTLs that are
stable across multiple environments, involving
researchers exploring resistance to oilseed
rape/blackleg (Pilet et al., 2001), barley/leaf
rust (Marcel et al., 2007), bean/white mold
(Ender et al., 2008), pea/Aphanomyces root
rot (Hamon et al., 2011), potato/late blight
(Johnson et al., 2012) interactions. Under the

173

tested experimental conditions, the different
wheat and barley cultivars were shown to have
highly differing responses depending on the
resistance types measured (Figure 1), which
may be a sign of different genes and gene
interaction  impacting  the  resistance.
Generally, susceptibility to FHB infection
decreases from durum wheat to bread wheat to
barley (Miedaner et al., 2021). Overall, AS,
AB and bread wheat cultivars Bohoth10,
Cham4, Douma4, showed lower infection FHB
levels than did durum cultivars Acsad65,
Cham7 and Cham9, indicating that barley and
bread wheat provided broad, though
incomplete, resistance to the four Fusarium
species causing FHB examined compared to
durum wheat. In the present study, QR
stability in eight wheat and barley cultivars to
FHB infection was fulfilled across years and
over several experimental conditions, i.e.,
seedling and adult plant stages (Figure 1). In
any case, the ranking of the cultivars was
similar, regardless of the isolates inoculated
(Figure 1). In all bio-experiments, our data
showed that "Acsad65" was susceptible and
"AS and Bohoth10™ were moderately resistant,
indicating that the order of Acsad65, AS and
Bohoth10 was stable. Moreover, the ranking of
the five remaining cultivars of diverse QR
levels was stable under several experimental
conditions (Fig. 1).

The reliability of this cultivar ranking was
confirmed by the significant correlation
among the resistance measured by the nine
pathogenic criteria on host cultivars of Syrian
origin infected with a set of 16 fungal isolates
of four Fusarium species (Table 2). All tested
wheat and barley cultivars showed a
qualitative pattern in which FHB isolates
expressed either high or low virulence. Our
data suggest that QR of wheat and barley to
Fusarium is probably mainly explained by
major QTLs with an incomplete expression
that confers resistance to a large number of
isolates as observed previously in wheat
infected with Mycosphaerella graminicola
(Krenz et al., 2008). It is accepted for QR that
the order of the cultivar depending on disease
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severity is independent of the isolates used
for assessing the resistance (Van der Plank
1968). Our results align with those found by
Miedaner et al. (2021), in which the cultivars
showed an identical order as analyzed with
FHB isolates with different aggressiveness
levels. Another prominent example of the
FHB-wheat relationship, the failure of QR in
Sumai 3, released 50 years ago, has not been
observed, and it is still the best source
globally for resistance to the development of
symptoms in the head (Fernando et al., 2021).
Le Clerc et al. (2015) found that the host
order was similar upon inoculation, with
fungal isolates  varying in  their
aggressiveness under several experimental

Resistances measured by
LP, AUDPC and CL

Cultivars

conditions in the pathosystem of carrot and
Alternaria dauci. Field studies demonstrated
a small cereal-Fusarium interaction for
epidemic rate (Fernando et al., 2021), but this
was inconsistent over the years. Other studies
could not measure such interaction (Dahl and
Wilson, 2018). Host-pathogen interactions
may exist for QR, but are probably of reduced
magnitude (Sakr, 2022b). In the present work,
the constancy of resistance ratings of
cultivars over years and several experimental
conditions is consistent with a hypothesis that
host-pathogen interactions for QR are of little
practical importance, as observed in P.
infestans/potato interaction (Forbes et al.,
2005).

Resistances measured by DIPHT, Type I,
DSPHT, Type 11, DICC, Type I, DS,

p—y Type 11, DIFC, Type |, DSFC, Type 11

IVIUUET dLEly Arabi Aswasd® Moderately
resistant Bohoth108%W resistant
~
H i B
Ag?; rﬁ‘i’éevd Moderately
Susceptible to Douma4BW susceptible
moderately =
susceptible )
Chamg bW Susceptible to
Cham7°®W moderately
g » stiscentihle
Susceptible Acsad65 PW Susceptible

Figure 1 Ranking of eight bread wheat BV, durum wheat ®" and barley B cultivars of Syrian origin infected with
a set of 16 Fusarium head blight based on the resistance measured by latent period (LP) of detached leaf
inoculation, area under disease progress curve (AUDPC) of Petri-dish inoculation and coleoptile length
reduction (CL) of a coleoptile infection detected in vitro, disease incidence (DI, Type I) and disease severity
(DS, Type 1) detected using a detached head test (DHT) under controlled conditions, and disease incidence
(DICC, Type 1) detected using a head artificial inoculation and disease severity (DS®, Type Il) detected using a
floret artificial inoculation under controlled conditions in a growth chamber, disease incidence (DI, Type I) and
disease severity (DS, Type Il) detected using a head artificial inoculation under field conditions (FC) over the
three growing seasons.
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Table 2 Correlation coefficients between the resistance measured by latent period (LP) of detached leaf
inoculation, area under disease progress curve (AUDPC) of Petri-dish inoculation and coleoptile length reduction
(CL) of a coleoptile infection detected in vitro, disease incidence (DI, Type I) and disease severity (DS, Type 1)
detected using a detached head test (DHT) under controlled conditions, and disease incidence (DI<¢, Type I)
detected using a head artificial inoculation and disease severity (DS, Type Il) detected using a floret artificial
inoculation under controlled conditions in a growth chamber, disease incidence (DI, Type I) and disease severity
(DS, Type 1) detected using a head artificial inoculation under field conditions (FC) over the three growing
seasons on eight wheat and barley cultivars of Syrian origin infected with a set of 16 fungal isolates of four

Fusarium head blight species.

Resistance component AUDPC LP CcL DIPHT Type | DSPHT, Type Il DI, Typel DS, Typell DIFC, Typel DS Typell
AUDPC 1.000

LP -0.756* 1.000

CL -0.970*%**  0.742* 1.000

DIP"T, Type | 0.943*** -0.878**  -0.871**  1.000

DSPHT, Type I 0.991***  -0.731* -0.950***  0.956*** 1.000

DI, Type | 0.956*** -0.887**  -0.902**  (0.988*** 0.958*** 1.000

DS, Type Il 0.991**  -0.769* -0.954***  0.971*** 0.989*** 0.976*** 1.000

DIFC, Type | 0.826** 0.806* -0.786* 0.799* 0.876** 0.811** 0.836** 1.000

DS, Type Il 0.741* 0.765* -0.740* 0.769* 0.785* 0.709* 0.730* 0.964*** 1.000

(P =0.05)*, (P = 0.01)**, (P = 0.001)***.

The order of magnitude of cultivar-by-isolate
specificity relative to the differences in cultivar
resistance and aggressiveness of isolates
determines the potential ability of the pathogen
population to adapt to partial resistance and,
therefore, the stability of such resistance (Flier et
al., 2003). In the pathosystem of potato and P.
infestans, Inglis et al. (1996) compared cultivar
rankings in response to foliar infection with new
isolates of P. infestans and rankings obtained with
isolates that had been predominant in the USA
before 1990. Cultivar rankings were found to be
nearly identical to the previously obtained data.
These data and our findings support the view that
erosion of partial resistance is of little importance.
Nevertheless, in our previous in vitro studies
(Sakr, 2022a,c), we showed that the QR decreased
over time by selecting aggressive isolates on both
resistant and susceptible wheat and barley
cultivars. Specificity and adaptation to head blight
resistance are more likely to occur when genetic
variation is maintained very high (Parlevliet,
2002; Mundt, 2014). If QR can be bridged by
pathogen diversity, it also appears feasible that
QR could be overcome (Cowger and Brown,
2019). Differential interaction indicates some
adaptation of Fusarium to QR and, consequently,
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adverse effects on the stability and durability of
QR to FHB (Sakr, 2022b).

In conclusion, QR is the basis of breeding
for FHB disease resistance in small-grain
crops, i.e., wheat and barley, mainly to obtain
durable and stable resistance. Taken into
account that effective utilization of favourable
resistance in breeding programs requires QR to
be stably expressed across environments and
years, the cultivars AS and Bohoth10 show
very remarkable and stable resistance in
almost all tests and give the lowest sensitivity
rates, thus could be very promising sources of
genetic resistance to FHB in breeding
programs, and an alternative for farmers to
Fusarium sensitive cultivars, revealing the
new policy led to cultivars with higher and
stable resistance level. The evaluation of the
behaviour of given cultivars under specific and
changeable conditions of the environment
provides valuable information on several
aspects: how the cultivar responds to
changeable conditions, how adaptable it is
under a comprehensive set of environments
and what is the area of its eventual
distribution. The stability analysis can also
help the breeder monitor the resistance level to
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the tested plant materials and the disease
pressure in different environments. Further
research to understand the interaction between
the host and the pathogen will be valuable for
determining additional factors contributing to
Fusarium resistance in wheat and barley.

Authors’ Contributions
The author’s contribution is 100%.

Acknowledgements

The author would like to thank the Atomic Energy
Commission of Syria for its financial support.

References

Chartrain, L., Brading, J. C., Makepeace, J. C.
and Brown, J. K. M. 2004. Sources of
resistance to septoria tritici blotch and
implications for wheat breeding. Plant
Pathology, 53: 454-460.

Cowger, C. and Brown, J. K. M. 2019.
Durability of quantitative resistance in crops:
greater than we know? Annual Review of
Phytopathology, 57: 253-277.

Dahl, B. and Wilson, W. W. 2018. Risk
premiums due to Fusarium Head Blight
(FHB) in wheat and barley. Agricultural
Systems, 162: 145-153.

Darvishzadeh, R., Poormohammad Kiani, S.,
Dechamp-Guillaume, G., Gentzbittel, L. and
Sarraf, A. 2007. Quantitative Trait Loci
Associated with Isolate Specific and Isolate
Nonspecific Partial Resistance to Phoma
macdonaldii in Sunflower. Plant Pathology,
56: 855-861.

Ender, M., Terpstra, K. and Kelly, J. D. 2008
Marker-assisted selection for white mold
resistance in common bean. Molecular
Breeding 21: 149-157.

FAOSTAT. 2022. Food and Agriculture
Organization of the United Nations (FAO).
Available from: http://www.fao.org/faostat/.
[Accessed 15th June 2022].

Fernando, W. G. D., Oghenekaro, A. O. Tucker,
J. R. and Badea, A. 2021. Building on a
foundation: advances in epidemiology,

resistance breeding, and forecasting research
for reducing the impact of fusarium head
blight in wheat and barley. Canadian Journal
of Plant Pathology, 43: 495-526.

Flier, W. G., van den Bosch, G. B. M. and
Turkensteen L. J. 2003. Stability of partial
resistance in potato cultivars exposed to
aggressive strains of Phytophthora infestans.
Plant Pathology, 52: 326-337.

Forbes, G. A., Chacén, M. G., Kirk, H. G,
Huarte, M. A., Van Damme, M., Distel, S.,
Mackay, G. R., Stewart, H. E., Lowe, R.,
Duncan, J. M., Mayton, H. S., Fry, W. E.,
Andrivon, D., Ellisséche, D., Pellé, R., Platt,
H. W., MacKenzie, G., Tarn, T. R., Colon, L.
T., Budding, D. J., Lozoya-Saldafa, H.,
Hernandez-Vilchis, A. and Capezio, S. 2005.
Stability of resistance to Phytophthora
infestans in potato: an international
evaluation. Plant Pathology, 54: 364-372.

Groth, J., Tamburic-ilincicl, L., Schaafsma, A.,
Brllé-babel, A. and Hartl, L. 2011. FHB
resistance of winter wheat from Canada and
Europe estimated across multi-environments
after inoculation with two deoxynivalenol
producing  Fusarium  species.  Cereal
Research Communications, 39, 189-199.

Hamon, C., Baranger, A., Coyne, C. J.,
McGee, R. J., Le Goff, I., L'anthoéne, V.,
Esnault, R., Riviére, J. P., Klein, A,
Mangin, P., McPhee, K. E., Roux-
Duparque, M., Porter, L., Miteul, H.,
Lesné, A., Morin, G., Onfroy, C., Moussart,
A., Tivoli, B., Delourme, R. and Pilet-
Nayel, M. L. 2011. New consistent QTL in
pea associated with partial resistance to
Aphanomyces euteiches in multiple French
and American environments. Theoretical
and Applied Genetics, 123: 261-281.

Inglis, D. A., Johnson, D. A., Legard, D. E,,
Fry, W. E. and Hamm, P. B. 1996. Relative
resistances of potato clones in response to
new and old populations of Phytophthora
infestans. Plant Disease, 80: 575-578.

Johnson, E. B., Haggard, J. E., St. Clair, D. A.
2012. Fractionation, stability, and isolate-
specificity of QTL for resistance to
Phytophthora infestans in cultivated tomato


https://bsppjournals.onlinelibrary.wiley.com/authored-by/Chartrain/L.
https://www.sciencedirect.com/science/article/pii/S0308521X17309666#!
https://www.sciencedirect.com/science/article/pii/S0308521X17309666#!
file:///C:/Users/Admin/AppData/Documents%20and%20Settings/Marietta/Local%20Settings/مقالة%20تغايرية%20العدوانية%20على%20صنفي%20القمح%20القديمين%20في%20الزجاج/162
http://www.fao.org/faostat/

Sakr

J. Crop Prot. (2024) Vol. 13(2)

(Solanum  lycopersicum). Genes, Genomes,
Genetics, 2: 1145-1159.

Krenz, J. E., Sackett, K. E. and Mundt, C. C.
2008. Specificity of incomplete resistance to
Mycosphaerella graminicola in  wheat.
Phytopathology, 98: 555-561.

Le Clerc, V., Suel, A., Pawelec, A. Marques, S.,
Huet, S., Lecomte, M., Poupard, P. and Briard,
M. 2015. Is there variety x isolate interaction in
the polygenic quantitative resistance of carrot to
Alternaria dauci? Euphytica, 202: 235-243.

Leslie, J. F. and Summerell, B. A. 2006. The
Fusarium laboratory manual. Blackwell
Publishing, Ames.

Lu, W. Z., Zhang, X., Huang, C., Fang, Y. M,
Liao, Y. C. and Zhou, M. P., 2002.
Evaluation of wheat Fusarium head blight
resistance in two genetic populations in
different years and places. Jiangsu Journal of
Agricultural Sciences, 18: 23-28.

Mackintosh, C., Lewis, J. and Radmer, L. 2007.
Overexpression of defense response genes in
transgenic wheat enhances resistance to
Fusarium head blight. Plant Cell Reports, 26:
479-488.

Marcel, T. C., Gorguet, B., Truong, Ta. M.,
Kohutova, Z., Vels, A. and Niks, R. E. 2007
Isolate specificity of quantitative trait loci
for partial resistance of barley to Puccinia
hordei confirmed in mapping populations
and near-isogenic lines. New Phytologist,
178: 743-755.

Miedaner, T., Lieberherr, B. and Gaikpa, D. S.
2021. Aggressiveness of Fusarium culmorum
isolates for head blight symptoms is highly
stable across four cereal crops. Journal of
Phytopathology, 169: 387-392.

Mundt, C. C. 2014. Durable resistance: a key to
sustainable management of pathogens and
pests. Infection, Genetics and Evolution, 27:
446-455.

Parlevliet, J. E. 2002. Durability of resistance
against fungal, bacterial and viral pathogens;
Present situation. Euphytica, 124: 147-156.

177

Pilet, M. L., Duplan, G., Archipiano, M., Barret,
P. and Baron C. 2001 Stability of QTL for
field resistance to blackleg across two genetic
backgrounds in oilseed rape. Crop Science,
41:197-205.

Sakr, N. 2020. Conservation of cereal fungi
following different methods of preservation
for long terms. Pakistan Journal of
Phytopathology, 32: 159-168.

Sakr, N. 2022a. Adaptation of phytopathogenic
fungi to gquantitative host resistance: in vitro
selection for greater aggressiveness in
Fusarium head blight species on wheat.
Cytology and Genetics, 56: 261-272.

Sakr, N. 2022b. Erosion of quantitative
resistance in wheat and barley to Fusarium
head blight: gene pyramiding achieves and
durability study. Open Agriculture Journal,
16, €187433152211150, 2022.

Sakr, N. 2022c. Evidence for increased
aggressiveness in Fusarium species causing
head blight detected using serial passage
assays through barley cultivars of contrasted
guantitative resistance levels in vitro. Pakistan
Journal of Phytopathology, 34: 93-104.

Sakr, N. 2023. Resistance to Fusarium head blight
in some Syrian wheat and barley cultivars.
Sarhad Journal of Agriculture, 39: 80-94.

Van der Plank, J.E. 1968. Disease Resistance
in Plants. Academic Press New York and
London.

Xue, A. G., Chen, Y. Seifert, K., Guo, W.,
Blackwell, B. A., Harris L. J. and Overy. D.
P. 2019. Prevalence of Fusarium species
causing head blight of spring wheat, barley
and oat in Ontario during 2001-2017.
Candian Journal of Plant Pathology, 41:
392-402.

Zenbayashi-Sawata, K., Ashizawa, T. and
Koizumi, S. 2005. Pi34-AVRPi34: A New
Gene-for-gene Interaction for  Partial
Resistance in Rice to Blast Caused by
Magnaporthe grisea. Journal of General
Plant Pathology, 71: 395-401.



Resistance to Fusarium head blight

J. Crop Prot.

dodiw pooyl yed sylaso 4 Cuwd 9> g pldS o AS Gwglie syl Ly

P.Ll_f

ISle Of yés

cApgw 1Y Oy el @il 4oy gw o0l sHo0l Qaswue S ) LiS 098
ascientific@aec.org.sy : 4, 510 Jaiwo o Liwg s S 5g 35S Sy
Ve g V) rgoody £)YErY Lol VY roslago

iw paoylied sola 4 LidleSe s> 5 pliS lolusSe
Ol oadS g (hy g lS 4o gxie 4S5 Wgh Woe (FHB) puss
09 (QR) oS coglin syl doly 40 oladlhe jI solusd . ogd o
DUy Jb ol Lo ful 00 S oy ld! g> g audS paldyl (g0
coml ool c bl 5laoly dlGie slebuxs 5o owl Sas QR
3 P plS 5 LS pdl8S s pliyl Ho 0 QR~6J|4—3l—g
Ol 2o alue VTl gldsgexe Ly egiian (Soall xS 4>
O ad Loyl osliie cawles Ly psoylied 4555 Hlgx
Aol Gwddy deyye g Ldy LS calSGgy ol 3 b ax3 QR 4alyo
e st del e 5o QR o luly Sias dawsd sl s
st olinlayT wslosls  Judas .ab ooLiswl  dby
2ol Lo Ledulus g aldy!l o Hloblizroe Ools’ o in oo Lis
5 (s2) Mol oy 48 s1s gl &Il oluS 5 apa Ly
O oo aldyl GosSeslie Guo yd (0L pudS) M) roga "
O (pgyed) "TodlwSIM™ 4S5 Jl>yd cudd g4 5y FHB
Dl ol (Shpe buws s pliyl sabigansy Hlade! cugo 1) quwl
00 Gogliaoe 4ddye 45 Jowgs odd Syl al aeglie (Glus
ool pliyl 5o QR soluoly b LS glojae pldyl
Gl AnLayl byl ad 5o Gaizpes s Ladle Jsb 5o FHB &) Layy
P2l it 4o Cuwd s> g piS QR wade LA 48 cul Gixe
4S Dgdo 03l xabed Hwol S alis slaglSe hugd Lides
sty ol Ldad,e FHB sladslus plad 4 1y aoglio
o s> 5 pdS Oolasd 48 slaaeyd Ly pléyl QR ooy lis
plidyl  Lowl HLS) lw 5~J_:\_Lﬁ)|.) Lr:aj wyyl QR sl poaoyl yos
JoLs coglin Laginlo)yT ales Layyis o "Yeceasy" o "AS"
Iy Gawles 20 (2p5pS o Lol glas syluoly g0 4245
slobiSyl guol  y Locws g Lis ..\_1_3|3_"Ju_,o PIJJI Ol ST
00 piS e paoylied solann 4o SiS) Gglie )
W Sows Ol oS sl 38l s sl D el sladel

bl wlaus> aldyl

Guglie pdbS Aliw paoylyed sylas oIS Ulj:j“g
Dl Gglie sl un 4y pls e

178


mailto:ascientific@aec.org.sy

